S.3: Supplementary Material – Duplication within motifs
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Fig S.3.1: (A) Duplication of regulated gene. Multiple duplication events of regulated genes can explain the evolution of single input modules (SIMs). (B) Duplication of transcription factor. Duplication of an autoregulatory transcription factor can explain the evolution of Feed-Forward loops (FFs). (C) Duplication of transcription factor and regulated gene. Multiple duplication events can explain the evolution of Dense Overlapping Regulons (DORs).
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Fig S.3.2: (A) Internal duplication in yeast SIMs. Blue circles represent transcription factors and yellow circles represent duplicated genes within each SIM. 
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Fig S.3.2: (B) Internal duplication in E. coli SIMs. Blue circles represent transcription factors and yellow circles represent duplicated genes within each SIM.
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Fig S.3.2: (C) Internal duplication in yeast FFs. Coloured circles within each FF represents transcription factors that are duplicates.
